. Conserved motif logos as well as Ramachandran plots of C. farreri SODs. A. Conserved motif logos in the SOD proteins of C. farreri. B Ramachandran plots of C. farreri SODs. Energetically allowed regions for backbone dihedral angles ψ against φ of amino acid residues in structures of CFA-SOD proteins (SOD1-8) were visualized in I-VIII respectively. As indicated at the bottom right of the figure, contours for favored and for allowed conformational regions for the general case were shown in deep and light blue color, and all amino acids except Gly, Pro, and pre-Pro were marked as squares while pre-Pro/Proline were showed as triangles. For Glycine that was labelled by forks, the favored and allowed regions were separated by deep and light orange. The residues in the outlier region were high lightened by red color.
. (A-D) The Correlation Matrix Plots for expression of SODs on A. minutum and A. catenella diet in hepatopancreas and kidney of C. farreri. The upper-triangle indicates the significance (***P<0.001; **P<0.01; *P<0.05), and the lower-triangle shows the correlation coefficient. Table S1 . Conserved disulfide bonds with cysteine residues prediction of Cu/Zn-SODs in C. farreri.
Genes Cysteine Class prediction
Weighted matching disulfide bonds with high score Connectivity -25, 2-5, 3-8, 6-11, 7-21, 9-10, 12-14, 13-16, 15-17, 18-20, 19-22, 23- 
